Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.098; data-to-parameter ratio = 15.5.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày; Àz þ 2; (ii) x; y þ 1; z; (iii) x þ 1; y; z.
D-HÁ
Data collection: X-AREA (Stoe & Cie, 2002 ); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) . [1, 3] (Devlin & Hargrave, 1989) , anticancer (Srimanth et al., 2002 ), antihelmintic (Amarouch et al., 1988 , cardiotonic (Andreani et al., 1998) and antimycobacterial (Ur et al., 2004) . In connection with our previous papers on the synthesis of imidazo [2,1-b] thiazoles (Gürsoy & Ulusoy Güzeldemirci, 2007) and their crystal structures (Akkurt et al., 2007) , we report here the crystal structure of the title spiro derivative, 6-phenyl-N-(3-oxo-1-thia-4-azaspiro[4.5]dec-4-yl)-imidazo[2,1-\ b]thiazole-3-acetamide hemihydrate (III) (Scheme 1 and 2).
In the two molecules A (Fig. 1) and B (Fig. 2) of the title compound, the bond lengths in two molecules are normal (Allen et al., 1987) . The mean C-S bond length [1.778 (2) 
Experimental
A mixture of 6-phenyl-N-(cyclohexylidene)imidazo[2,1-b]thiazole-3-\ acetohydrazide (0.005 mol) and HSCH 2 COOH (0.01 mol) was refluxed in dry benzene (30 ml) using a Dean-Stark trap for 48 h. Excess benzene was evaporated in vacuo.The residue was triturated with saturated NaHCO 3 until CO 2 evolution ceased and then allowed to stand overnight. The solid thus obtained was filtered, washed with H 2 O and recrystallized from C 2 H 5 OH to yield colourless prisms of (III) (Ulusoy, 2002 
Refinement
The H atoms of the water molecule were found from a difference Fourier map and refined freely. DFIX restraints were Fig. 1 . An ORTEP-3 plot of the molecule A in the asymmetric unit, with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level. Fig. 2 . An ORTEP-3 plot of the molecule Bs in the asymmetric unit, with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level. 
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted Rfactors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The
) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (14) 0.0389 (9) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

